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common sense, the money and
management issues may be harder
to tackle. This part of the crisis
dates back to June 2004, when the
assembly refused to approve the
institute’s annual report because of
the impending financial troubles.
While Pasteur is a private non-
profit organisation that uses its
income from patents to fund
further research, its research is
intertwined with the public funding
bodies including CNRS and
INSERM, and thus it has also been
hit by the budget crisis that led to
the revolt of the researchers last
year (Curr. Biol. (2004) 14, R1031).
Following open protests outside
a council meeting in December,
the council collectively resigned in
January. Of its 20 members, only
the four sent by the government
remained. Hence the need to elect
16 new members on March 15.
In order to overcome the crisis
and open a new dialogue with his
research staff, Kourilsky took the
unprecedented step of opening a
chat room on the institute’s
intranet, where researchers could
anonymously put their questions
and complaints to him.
In the chat, Kourilsky admitted
that the institute was undergoing a
crisis, which he attributed to lack
of understanding between the
parties, and for which he assumed
shared responsibility. Replying to a
question about the loss of trust
between management and staff, he
said: “I have learned a lot from this
crisis. ... Re-establishing the
dialogue is very important to me.”
The coming weeks will show
whether this communications
exercise will be enough to win
back the trust of the research staff
and in particular the newly elected
council. This council represents a
credible new start for the institute,
and the national newspaper
Liberation headlined the following
day that “the tension decreases at
the Pasteur Institute”. 
So the researchers can go back
to work to make the institute as
successful in the 21st century as it
has been in the previous two.
Michael Gross is a science writer in
residence at the school of
crystallography, Birkbeck College,
University of London. He can be
contacted via his web page at 
www.proseandpassion.com
The Institute of Molecular
Pathology (IMP) in Vienna, Austria
has recently announced that Barry
Dickson will assume the position
of Director in January 2006.
Dickson will thus follow in the
footsteps of Max Birnstiel, the
Institute’s first Director, and Kim
Nasmyth, who will leave to head
the Department of Biochemistry at
the University of Oxford (see Curr.
Biol. 14, R452–R453). The
appointment was made following
the recommendation of an
international scientific
commission headed by Piet Borst
of Amsterdam.
Dickson was born in Australia
but after completing his
university studies in mathematics
and in biology he moved to
Zurich, Switzerland, where he
obtained his doctorate in the
group of Ernst Hafen, who was
studying the development of the
Drosophila eye. He then spent a
year and a half at the University
of California in Berkeley, working
with Corey Goodman on the
Drosophila central nervous
system. He continued this work
after his return to Zurich in 1996
and two years later he accepted
a position as Group Leader at the
IMP in Vienna, where he
remained until 2003.
During this period Dickson
addressed the question of how a
few thousand genes can direct
the assembly of complex
neuronal circuits, such as the
human brain. As a model system
he continued to use the fruit fly
Drosophila, which offers a
powerful set of genetic tools, and
he focused on identifying and
characterizing the ligands and
receptors that guide axons. The
axon pathway selection, reported
by his and Goodman’s groups,
represented a genuine
breakthrough in developmental
biology. Dickson was also able to
show that the regulated
intracellular trafficking of Robo
guidance receptors is
responsible for determining
which axons extend across the
midline of the central nervous
system; and more recently he has
also characterized an intracellular
signalling pathway that links
guidance receptors to the growth
cone cytoskeleton. Taken
together, this research has
played a major part in identifying
the signals that guide axons, in
explaining why various axons
differ in their response to these
signals, and in showing how the
signals guide axons to their final
positions.
In 2003 Dickson was appointed
Senior Scientist at the Institute
for Molecular Biotechnology
(IMBA) in Vienna (see Curr. Biol.
13, R39–R40). He used this short
move — the IMBA is immediately
adjacent to the IMP and the
latter institute still houses
Dickson’s lab — as an
opportunity to rethink the
scientific questions he wished to
tackle and the result was a
complete change in his scientific
direction. As he says, after nearly
ten years of working on
“someone else’s problem”
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Graham Tebb reports on the
appointment of the developmental
neurobiologist, Barry Dickson, as
the new director of the Institute of
Molecular Pathology in the
Austrian capital.
biologist, Barry Dickson, is crossing
town to become the next director of the
Institute of Molecular Pathology in
Vienna.
elucidation of the ‘Robo code’ for
‘Honoured’: The developmental neuro-
(Goodman’s) it was time to find a
question of his own to address.
He thus switched to investigating
the origins of complex innate
behaviour, using the sexual
behaviour of Drosophila as a
model system. In the short time
since, Dickson’s progress has
been astounding. His group has
been focussing on the role of the
fruitless gene, which is known to
be differently spliced in males
and females. The significance of
this observation has long been
the subject of debate but
Dickson’s groundbreaking work,
which is shortly to be published,
has gone a long way towards
resolving the issues.
Another project to which
Dickson is devoting his attention
relates to the generation of a set
of about 15,000 transgenic fly
strains, each of which will permit
the targeted disruption of a
single gene. When completed,
the library will enable
sophisticated experiments to
examine the importance and
function of individual genes in
determining behaviour,
experiments that would have
been unthinkable until very
recently. As around 70% of
Drosophila genes have human
counterparts, the library may
also be useful to test gene
function in models of human
disease. Dickson is working
towards establishing a facility for
making the fly strains available to
the research community,
although this is still some way
from realization.
Dickson has thus rapidly
established himself as one of the
world’s leading developmental
neurobiologists. He is aware that
the administrative tasks that come
with the post of IMP Director may
require him to scale down his
group somewhat but he is
relishing the fresh challenge that
heading the Institute will offer. As
he says, “I feel highly honoured to
have been offered this prestigious
post and look forward very much
to shaping the future of the
Institute. The IMP has first-rate
facilities and an excellent group of
scientists and it will be my job to
ensure that they continue to
perform the research they are
capable of.”Q & 
Q & A
Bill McGinnis
Bill McGinnis is a Professor in the
Section of Cell & Developmental
Biology at the University of
California, San Diego. He and his
students have explored the
evolution and function of Hox
transcription factors, which
regulate morphological diversity
on the anterior–posterior body
axis of animal embryos.
What turned you on to biology
in the first place? I came to my
interest in biology late. I was by
no means a child naturalist, no
bug collections, no bird watching.
Astronomy was my main scientific
interest as a teen, probably
sparked by my heated interest in
science fiction, which has since
cooled to near absolute zero.
When I returned to college after a
reluctant stint in the Vietnam War,
I knew that I wanted to study
science, and was strongly
influenced by a few wonderful
biology professors at San Jose
State University. I can still vividly
remember the day and the
classroom where I first heard of
biological coding. It was an
intense thrill to learn that
biological information was
transferred from linear DNA codes
via mRNA to three-dimensional
protein structures, and thence to
phenotypes. 
Why did you start to work on
Drosophila development? As an
undergraduate and first year
graduate student, I read two
papers that I found truly exciting.
One, in 1975, was by Gines
Morata and Peter Lawrence
(Nature 255, 614–617), where they
reported the discovery that an
architectural compartment in the
Drosophila wing was under the
control of a single gene called
engrailed. Another, in 1978, was a
magnum opus by Ed Lewis
(Nature 276, 565–570) on the role
of the Bithorax complex homeotic
genes in diversifying segment
morphology in Drosophila. Both
papers suggested there are
special control genes with
enormous power in planning and
shaping discrete modules of
tissue in developing fruit flies.
These architectural patterning
genes seemed to provide a
special path through the
bewildering thicket of phenomena
in embryology and developmental
genetics. Along with hundreds of
others, I thought that the
molecular study of these genes
might lead to new insight into how
animals are built during
development. In my case it led to
the homeobox.
How was the homeobox
discovered? While a graduate
student at Berkeley with Steve
Beckendorf, I searched for new
glue protein genes using low
stringency blot hybridization with
a cloned glue gene probe. I didn’t
succeed, but I did learn all the
pitfalls of low stringency methods
for identifying and cloning
members of a gene family. When I
started my postdoc in Walter
Gehring’s lab in Basel, I spent a
few weeks fooling around with low
stringency hybridizations on
genomic blots from diverged fly
species, trying to define
conserved sequences in a
Drosophila tumor gene. 
When I told fellow postdoc Mike
Levine about this, he suggested
we try the same experiment with
the Drosophila Antennapedia
gene, which had just been cloned
in Gehring’s lab by Rick Garber,
Atsushi Kuroiwa, and Levine. A
few days later, we had
autoradiographs indicating that
the other fly species had genes
similar to Antennapedia, and it
appeared that there were also
other Antennapedia-like genes in
the Drosophila genome itself. With
the help of Atsushi Kuroiwa and
Ernst Hafen, Levine and I then
isolated most of the Drosophila
homeotic genes using their shared
coding sequence, which we called
the homeobox. The homeobox
sequence was found to encode
the DNA binding domain of
homeotic proteins. 
Matt Scott and Amy Weiner, in
Thom Kaufman’s lab, discovered
Drosophila homeobox sequences
at the same time, by a slightly
different route. Levine and I were
also doing low stringency
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